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SEQUENCE LISTING 
<110> BANYU PHARMACEUTICAL CO., LTD. 

<120> NOVEL GUANOS INE TRIPHOSPHATE (GTP) 

BINDING PROTEIN-COUPLED RECEPTOR PROTEIN, BG3 

<130> B1-101PCT 

<140> 
<141> 

<150> JP 1999-82641 
<151> 1999-03-25 

<160> 6 

<170> Patentln Ver. 2. 0 

<210> 1 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
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synthesized primer sequence 
<400> 1 

batngccaac ctbkccttct c 21 

<210> 2 
<211> 3117 
<212> DNA 

<213> Homo sapiens 
<400> 2 

atcagctatg tgggctgctc cctctccgtg ctctgcctgg tggccacgct ggtcaccttc 60 
gccgtgctgt cctccgtgag caccatccgg aaccagcgct accacatcca cgccaacctg 120 
tccttcgccg tgctggtggc ccaggtcctg ctgctcatta gtttccgcct cgagccgggc 180 
acgaccccct gccaagtgat ggccgtgctc ctacactact tcttcctgag tgccttcgca 240 
tggatgctgg tggaggggct gcacctctac agcatggtga tcaaggtctt tgggtcggag 300 
gacagcaagc accgttacta ctatgggatg ggatggggtt ttcctcttct gatctgcatc 360 
atttcactgt catttgccat ggacagttac ggaacaagca acaattgctg gctgtcgttg 420 
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gcgagtggcg ccatctgggc ctttgtagcc cctgccctgt ttgtcatcgt ggtcaacatt 480 



ggcatcctca tcgctgtgac cagagtcatc tcacagatca gcgccgacaa ctacaagatc 540 



catggagacc ccagtgcctt caagttgacg gccaaggcag tggccgtgct gctgcccatc 600 



ctgggtacct cgtgggtctt tggcgtgctt gctgtcaacg gttgtgctgt ggttttccag 660 



tacatgtttg ccacgctcaa ctccctgcag ggactgttca tattcctctt tcattgtctc 720 



jtgaattcag aggtgagagc cgccttcaag cacaaaacca aggtctggtc gctcacgagc 780 



agctccgccc gcacctccaa cgcgaagccc ttccactcgg acctcatgaa tgggacccgg 840 



ccaggcatgg cctccaccaa gctcagccct tgggacaaga gcagccactc tgcccaccgc 900 



gtcgacctgt cagccgtgtg agccgggagg ctgccaacca ggccaggctg cgctcagaac 960 



acaccccccc 



aaacagaatg aaatgcccca cctttgccca tggaccctct ccttgctgct 1020 



gtctggacat gggtgttgtg gccccgagac agctgtcctc ccctgtgact ctggctgtcg 1080 



gagcacactg ctcagcccag cagcctgatg cccaggccag cgtgggccct cctgccttgc 1140 



atccacccgt gggctgagtg acttcctcgg gggattccca ggacacagtg gcctgactgt 1200 
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gatggtgccc ttgagcctcc cttcatcact cagcatcaga cccagcgagg ccaggacact 1260 



cggggccggt cccgcagcac caggagggga tgttcagcct ctgtgccttg gtggggcttg 1320 



gggactcagg gccaaagagg tggttcaggt ccccacgcac cctcagtcag gcgcaggcag 1380 



ctgggggtgt gtggggaaga gcatgcggag tccccagtgt ctgaatccac tgagtggtga 1440 



gttccccaca gccggcgcta gctggtgtgt gtctctgtag gtggtgccgg cgtgggccaa 1500 



cctgtgctgt gtcatcagtt gggggcccct gcccaagccg agctcgagcc gtgggcggga 1560 



gtcgttgact ctccaggtga gggcgacccc tctgccctgt ccttgggggg gtcccctctg 1620 



ctcacgtgaa gagccgctct gggccttgag gctgcctgat ggtgcctgtg cttgggggag 1680 



cttctcggcc atccgctgtg agttttgcct ctttggaccc caattcggcc ttaagatgcc 1740 



ctcctccctc gtgtgccagc ctccttggtt gttcttgggc cacaggagct ggccgtgtcc 1800 



ccgcagtgcc tggtgtccag gtggaaagtg gagggcattt tccagggcac tgctttcccc 1860 



agaggcttcc tcatggctca caggcactct acgaagtttc taatgggcag accacgcggc 1920 



aggtagcaca gtgcgctccg tctggtcacc atgagaccga cctgcgctga gtccccactg 1980 
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acc 



tggagag ggagggctgg tgacagccgt gtcttctgtg ttgagggaaa tttatggact 2040 



cagattcagc cccagaggag atgggataat tgttatggac ccatgtgtgg gcatgatcct 2100 



gtggaacaca ggtttgggat catagatgtg aattaagaca ccaccgagat acgggctgtg 2160 



aggttcatac tgtgctgata gcactcgtgg tgtctgtgaa atgtgggtaa gacattcaaa 2220 



cctggttttg atactggaaa ctcttccttt aaaactgtga ccatgatttc attcagcccc 2280 



tccacacccc tatgtctgcc ttgtttcaga gtgagttttc tatggagcct gtggcccttt 2340 



tgcagcccac ctggtggctt cttaatgtaa ctcttcccct ggtcgcctgg agtggaccac 2400 



tcatctgcag gcctctcctg catggggagg gtaggcaggg agcagcatgt ctgcaggggt 2460 



gaacctttgc tcttctgtca ggcgaggccc aggctgcacc agccacctgc cacatggtga 2520 



cagtgccacg ggccctgcgt atggcccctg caaccgtgct ctggcgggca cacctggctg 2580 



ctgcaggcca aggccgctgt tcagtgaaga gtcccatgtt tagtatggac taaagtccca 2640 



tgtttagcca ctgccccagg ctcccgtgac cccagaaacc aggtcacatg gaccacagtg 2700 



ccagatcctc atcacgccgg tgagcaccta gaagtgagaa cactgtattc ctacaatgta 2760 
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cacttggata tttctcctta tttagtttct agtgaaacaa atcaagtaag gaactatctt 2820 
tagtttagat ggaattattt gtttttaatt gttgccgtat tcatctatat agctaatatt 2880 
tcaagataag taatgaacaa aacctgtcta aaccttttgt ttccaatgaa tgaaagtcat 2940 
gcactttatt tataggctct atgttttggc ttctgcagta cttttattat ctatacataa 3000 
tttggccaaa aataagaaat tggaaagaat gaaatgttta gtttatagta gaagaaagat 3060 
gatgacacta agttgtgaaa atatgttgtg atttttatga aataaactca tgtcctg 3117 

<210> 3 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
synthesized primer sequence 

<400> 3 

ccacgccaac ctgtccttcg c 21 
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<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially- 
synthesized primer sequence 

<400> 4 

ctgctcgtga gcgaccagac c 21 



<210> 5 

<211> 5340 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (517).. (3138) 
<400> 5 

ttgagccaga ccagaaggag ctcgagagcg gccgcaggac aagcccgagg agcaggcggg 60 



cgctccaggg gaaaaccacg cacaaaacct tcttcagaga aaagggaagc tccaaacctg 120 
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actgagacaa acggaggctc ttgaaataaa aagaaaatac cgcaggacaa acagcctccc 180 

gtccccgggc gcaggtcgcg gtcacagtgg tgacctggga ttgctttccc aggactgcga 240 

gtcgggtttg ggtttctcct ccctgcattc cacagctgct ctggtcatcg caacgtgttt 300 

attgatcact gaagaatctc aagttttgag acgaggaaga aacacccatt aggtctccaa 360 

gacagctgtg tttcacaaac tttagggaga cagaaatttt ctcccctgga acctgtgaaa 420 

atgtcccttt tccaaggaag tgaaggttaa gaggtcccgt tctcacagac cctcagtaat 480 

ttcacttggc tccgagcttt gacctccgag agagcc atg gaa aag ctg ctg egg 534 

Met Glu Lys Leu Leu Arg 
1 5 

ctg tgc tgc tgg tac tec tgg ctg ctg eta ttt tat tac aac ttt cag 582 
Leu Cys Cys Trp Tyr Ser Trp Leu Leu Leu Phe Tyr Tyr Asn Phe Gin 
10 15 20 

gtg cgt ggc gtc tac tec aga teg cag gac cat cca gga ttt cag gtg 630 

Val Arg Gly Val Tyr Ser Arg Ser Gin Asp His Pro Gly Phe Gin Val 
25 30 35 



ttg gcg tct get tec cat tac tgg cca ctg gag aat gtg gat ggg ate 678 
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Leu Ala Ser Ala Ser His Tyr Trp Pro Leu Glu Asn Val Asp Gly lie 
40 45 50 

cat gaa ctt cag gat aca act gga gat att gtg gaa ggg aag gtc aac 726 
His Glu Leu Gin Asp Thr Thr Gly Asp He Val Glu Gly Lys Val Asn 
55 60 65 70 

aaa ggc att tac ctg aaa gag gaa aag gga gtc acg ctt etc tat tac 774 
Lys Gly He Tyr Leu Lys Glu Glu Lys Gly Val Thr Leu Leu Tyr Tyr 
75 80 85 

ggc agg tac aac age tec tgc ate age aag cca gag cag tgt ggc cct 822 
Gly Arg Tyr Asn Ser Ser Cys He Ser Lys Pro Glu Gin Cys Gly Pro 
90 95 100 

gaa ggg gtc acg ttt tct ttt ttc tgg aag aca caa gga gaa cag tct 870 
Glu Gly Val Thr Phe Ser Phe Phe Trp Lys Thr Gin Gly Glu Gin Ser 
105 HO 115 

aga cca ate cct tct gcg tat ggg gga cag gtc ate tec aat ggg ttc 918 
Arg Pro He Pro Ser Ala Tyr Gly Gly Gin Val He Ser Asn Gly Phe 
120 125 130 

aaa gtc tgc tec age ggt ggc aga ggc tct gtg gag ctg tac acg egg 966 
Lys Val Cys Ser Ser Gly Gly Arg Gly Ser Val Glu Leu Tyr Thr Arg 
135 140 145 150 
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gac aat tec atg aca tgg gag gec tec ttc age ccc cca ggc ccc tat 1014 
Asp Asn Ser Met Thr Trp Glu Ala Ser Phe Ser Pro Pro Gly Pro Tyr 
155 160 165 



tgg act cat gtc eta ttt aca tgg aaa tec aag gag ggc ctg aaa gtc 
Trp Thr His Val Leu Phe Thr Trp Lys Ser Lys Glu Gly Leu Lys Val 
170 175 180 



1062 



tac gtc aac ggg acc ctg age acc tct gat ccg agt gga aaa gtg tct 1110 
Tyr Val Asn Gly Thr Leu Ser Thr Ser Asp Pro Ser Gly Lys Val Ser 
185 190 195 



cgt gac tat gga gag tec aac gtc aac etc gtg ata ggg tct gag cag 1158 
Arg Asp Tyr Gly Glu Ser Asn Val Asn Leu Val He Gly Ser Glu Gin 
200 205 210 



gac cag gee aag tgt tat gag aac ggt get ttc gat gag ttc ate ate 1206 
Asp Gin Ala Lys Cys Tyr Glu Asn Gly Ala Phe Asp Glu Phe He He 
215 220 225 230 

tgg gag egg get ctg act ccg gat gag ate gee atg tac ttc act get 1254 
Trp Glu Arg Ala Leu Thr Pro Asp Glu He Ala Met Tyr Phe Thr Ala 
235 240 245 



gec att gga aag cat get tta ttg tct tea acg ctg cca age etc ttc 1302 
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Ala He Gly Lys His Ala Leu Leu Ser Ser Thr Leu Pro Ser Leu Phe 
250 255 260 

atg aca tec aca gca age ccc gtg atg ccc aca gat gec tac cat ccc 1350 
Met Thr Ser Thr Ala Ser Pro Val Met Pro Thr Asp Ala Tyr His Pro 
265 270 275 

ate ata ace aac ctg aca gaa gag aga aaa acc ttc caa agt ccc gga 1398 
He He Thr Asn Leu Thr Glu Glu Arg Lys Thr Phe Gin Ser Pro Gly 
280 285 290 

gtg ata ctg agt tac etc caa aat gta tec etc age tta ccc agt aag 1446 
Val He Leu Ser Tyr Leu Gin Asn Val Ser Leu Ser Leu Pro Ser Lys 
295 300 305 310 

tec etc teg gag cag aca gee ttg aat etc acc aag acc ttc tta aaa 1494 
Ser Leu Ser Glu Gin Thr Ala Leu Asn Leu Thr Lys Thr Phe Leu Lys 
315 320 325 

gee gtg gga gag ate ctt eta ctg cct ggt tgg att get ctg tea gag 1542 
Ala Val Gly Glu He Leu Leu Leu Pro Gly Trp He Ala Leu Ser Glu 
330 335 340 

gac age gec gtg gta ctg agt etc ate gac act att gac acc gtc atg 1590 

Asp Ser Ala Val Val Leu Ser Leu He Asp Thr He Asp Thr Val Met 
345 350 355 
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ggc cat gta tec tec aac ctg cac ggc age acg ccc cag gtc ace gtg 1638 
Gly His Val Ser Ser Asn Leu His Gly Ser Thr Pro Gin Val Thr Val 
360 365 370 

gag ggc tec tct gee atg gca gag ttt tec gtg gee aaa ate ctg ccc 1686 
Glu Gly Ser Ser Ala Met Ala Glu Phe Ser Val Ala Lys He Leu Pro 
375 380 385 390 

aag acc gtg aat tec tec cat tac cgc ttc ccg gee cac ggg cag age 1734 
Lys Thr Val Asn Ser Ser His Tyr Arg Phe Pro Ala His Gly Gin Ser 
395 400 405 

ttc ate cag ate ccc cac gag gec ttc cac agg cac gee tgg age acc 1782 
Phe He Gin He Pro His Glu Ala Phe His Arg His Ala Trp Ser Thr 
410 415 420 

gtc gtg ggt ctg ctg tac cac age atg cac tac tac ctg aac aac ate 1830 
Val Val Gly Leu Leu Tyr His Ser Met His Tyr Tyr Leu Asn Asn He 
425 430 435 

tgg ccc gec cac acc aag ate gcg gag gec atg cat cac cag gac tgc 1878 
Trp Pro Ala His Thr Lys lie Ala Glu Ala Met His His Gin Asp Cys 
440 445 450 

ctg ctg ttc gec acc age cac ctg att tec ctg gag gtg tec cca cca 1926 
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Leu Leu Phe Ala Thr Ser His Leu He Ser Leu Glu Val Ser Pro Pro 
455 460 465 470 

ccc acc ctg tct cag aac ctg teg ggc tct cca etc att acg gtc cac 1974 
Pro Thr Leu Ser Gin Asn Leu Ser Gly Ser Pro Leu He Thr Val His 
475 480 485 

etc aag cac aga ttg aca cgt aag cag cac agt gag gec acc aac age 2022 
Leu Lys His Arg Leu Thr Arg Lys Gin His Ser Glu Ala Thr Asn Ser 
490 495 500 

age aac cga gtc ttc gtg tac tgc gec ttc ctg gac ttc age tec gga 2070 
Ser Asn Arg Val Phe Val Tyr Cys Ala Phe Leu Asp Phe Ser Ser Gly 
505 510 515 

gaa ggg gtc tgg teg aac cac ggc tgt gcg etc acg aga gga aac etc 2118 
Glu Gly Val Trp Ser Asn His Gly Cys Ala Leu Thr Arg Gly Asn Leu 
520 525 530 

acc tac tec gtc tgc cgc tgc act cac etc acc aac ttt gee ate etc 2166 
Thr Tyr Ser Val Cys Arg Cys Thr His Leu Thr Asn Phe Ala lie Leu 
535 540 545 550 

atg cag gtg gtc ccg ctg gag ctt gca cgc gga cac cag gtg gcg ctg 2214 
Met Gin Val Val Pro Leu Glu Leu Ala Arg Gly His Gin Val Ala Leu 
555 560 565 
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teg tct ate age tat gtg ggc tgc tec etc tec gtg etc tgc ctg gtg 2262 
Ser Ser He Ser Tyr Val Gly Cys Ser Leu Ser Val Leu Cys Leu Val 
570 575 580 

gec acg ctg gtc acc ttc gec gtg ctg tec tec gtg age ace ate egg 2310 
Ala Thr Leu Val Thr Phe Ala Val Leu Ser Ser Val Ser Thr He Arg 
585 590 595 

aac cag cgc tac cac ate cac gec aac ctg tec ttc gee gtg ctg gtg 2358 
Asn Gin Arg Tyr His He His Ala Asn Leu Ser Phe Ala Val Leu Val 
600 605 610 

gee cag gtc ctg ctg etc att agt ttc cgc etc gag ccg ggc acg acc 2406 
Ala Gin Val Leu Leu Leu He Ser Phe Arg Leu Glu Pro Gly Thr Thr 
615 620 625 630 

ccc tgc caa gtg atg gee gtg etc eta cac tac ttc ttc ctg agt gec 2454 
Pro Cys Gin Val Met Ala Val Leu Leu His Tyr Phe Phe Leu Ser Ala 
635 640 645 

ttc gca tgg atg ctg gtg gag ggg ctg cac etc tac age atg gtg ate 2502 
Phe Ala Trp Met Leu Val Glu Gly Leu His Leu Tyr Ser Met Val He 
650 655 660 



aag gtc ttt ggg teg gag gac age aag cac cgt tac tac tat ggg atg 



2550 
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Lys Val Phe Gly Ser Glu Asp Ser Lys His Arg Tyr Tyr Tyr Gly Met 
665 670 675 

gga tgg ggt ttt cct ctt ctg ate tgc ate att tea ctg tea ttt gee 2598 
Gly Trp Gly Phe Pro Leu Leu He Cys He He Ser Leu Ser Phe Ala 
680 685 690 

atg gac agt tac gga aca age aac aat tgc tgg ctg teg ttg gcg agt 2646 
Met Asp Ser Tyr Gly Thr Ser Asn Asn Cys Trp Leu Ser Leu Ala Ser 
695 700 705 710 

ggc gee ate tgg gec ttt gta gee cct gec ctg ttt gtc ate gtg gtc 2694 
Gly Ala He Trp Ala Phe Val Ala Pro Ala Leu Phe Val He Val Val 
715 720 725 

aac att ggc ate etc ate get gtg ace aga gtc ate tea cag ate age 2742 
Asn He Gly He Leu He Ala Val Thr Arg Val He Ser Gin He Ser 
730 735 740 

gee gac aac tac aag ate cat gga gac ccc agt gee ttc aag ttg acg 2790 
Ala Asp Asn Tyr Lys He His Gly Asp Pro Ser Ala Phe Lys Leu Thr 
745 750 755 

gee aag gca gtg gee gtg ctg ctg ccc ate ctg ggt ace teg tgg gtc 2838 
Ala Lys Ala Val Ala Val Leu Leu Pro He Leu Gly Thr Ser Trp Val 
760 765 770 



16/26 



ttt ggc gtg ctt get gtc aac ggt tgt get gtg gtt ttc cag tac atg 2886 
Phe Gly Val Leu Ala Val Asn Gly Cys Ala Val Val Phe Gin Tyr Met 
775 780 785 790 



ttt gec acg etc aac tec ctg cag gga ctg ttc ata ttc etc ttt cat 2934 
Phe Ala Thr Leu Asn Ser Leu Gin Gly Leu Phe He Phe Leu Phe His 
795 800 805 



tgt etc ctg aat tea gag gtg aga gee gec ttc aag cac aaa acc aag 2982 
Cys Leu Leu Asn Ser Glu Val Arg Ala Ala Phe Lys His Lys Thr Lys 
810 815 820 



gtc tgg teg etc acg age age tec gec cgc acc tec aac gcg aag ccc 3030 
Val Trp Ser Leu Thr Ser Ser Ser Ala Arg Thr Ser Asn Ala Lys Pro 
825 830 835 



ttc cac teg gac etc atg aat ggg acc egg cca ggc atg gec tec acc 3078 
Phe His Ser Asp Leu Met Asn Gly Thr Arg Pro Gly Met Ala Ser Thr 
840 845 850 



aag etc age cct tgg gac aag age age cac tct gec cac cgc gtc gac 3126 
Lys Leu Ser Pro Trp Asp Lys Ser Ser His Ser Ala His Arg Val Asp 
855 860 865 870 



ctg tea gec gtg tgagccggga ggctgccaac caggccaggc tgegctcaga 



3178 
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Leu Ser Ala Val 



acacaccccc cccaaacaga atgaaatgcc ccacctttgc ccatggaccc tctccttgct 3238 



gctgtctgga catgggtgtt gtggccccga gacagctgtc ctcccctgtg actctggctg 3298 



tcggagcaca ctgctcagcc cagcagcctg atgcccaggc cagcgtgggc cctcctgcct 3358 



tgcatccacc cgtgggctga gtgacttcct cgggggattc ccaggacaca gtggcctgac 3418 



tgtgatggtg cccttgagcc tcccttcatc actcagcatc agacccagcg aggccaggac 3478 



actcggggcc ggtcccgcag caccaggagg ggatgttcag cctctgtgcc ttggtggggc 3538 



ttggggactc agggccaaag aggtggttca ggtccccacg caccctcagt caggcgcagg 3598 



cagctggggg tgtgtgggga agagcatgcg gagtccccag tgtctgaatc cactgagtgg 3658 



tgagttcccc acagccggcg ctagccgtgg tgtgtgtctc tgtaggtggt gccggcgtgg 3718 



gccaacctgt gctgtgtcat cagttggggg cccctgccca agccgagctc gagccgtggg 3778 



cgggagtcgt tgactctcca ggtgagggcg acccctctgc cctgtccttg ggggggtccc 3838 



ctctgctcac gtgaagagcc gctctgggcc ttgaggctgc ctgatggtgc ctgtgcttgg 3898 
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gggagcttct cggccatccg ctgtgagttt tgcctctttg gaccccaatt cggccttaag 3958 



atgccctcct ccctcgtgtg ccagcctcct tggttgttct tgggccacag gagctcgccg 4018 



tgtccccgca gtgcctggtg tccaggtgga aagtggaggg cattttccag ggcactgctt 4078 



tccccagagg cttcctcatg gctcacaggc actctacgaa gtttctaatg ggcagaccac 4138 



gcggcaggta gcacagtgcg ctccgtctgg tcaccatgag accgacctgc gctgagtccc 4198 



cactgacctg gagagggagg gctggtgaca gccgtgtctt ctgtgttgag ggaaatttat 4258 



ggactcagac tcagccccag aggagatggg ataattgtta tggacccatg tgtgggcatg 4318 



atcctgtgga acacaggttt gggatcatag atgtgaatta agacaccacc gagatacggg 4378 



ctgtgaggtt cataccgtgc tgatagcact cgtggtgtct gtgaaatgtg ggtaagacat 4438 



tcaaacctgg ttttgatact ggaaactctt cctttaaaac tgtgaccatg atttcattca 4498 



gcccctccac acccctatgt ctgccttgtt tcagagtgag ttttctatgg agcctgtggc 4558 



ccttttgcag cccacctggt ggcttcttaa tgtaactctt cccctggtcg cctggagtgg 4618 



accactcatc tgcaggcctc tcctgcaxgg ggagggtagg cagggagcag catgtctgca 4678 
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ggggtgaacc tttgctcttc tgtcaggcga ggcccaagct gcaccagcca cctgccacat 4738 



ggtgacagtg ccacgggccc tgcgtatggc ccctgcaacc gtgctctggc gggcacacct 4798 



ggctgctgca ggccaaggcc gctgttcagt gaagagtccc atgtttagta tggactaaag 4858 



tcccatgttt agccactgcc ccaggctccc gtgaccccag aaaccaggtc acatggacca 4918 



cagtgccaga tcctcatcac gccggtgagc acctagaagt gagaacactg tattcctaca 4978 



atgtacactt ggatatttct ccttatttag tttctagtga aacaaatcaa gtaaggaact 5038 



atctttagtt tagatggaat tatttgtttt taattgttgc cgtattcatc tatatagcta 5098 



atatttcaag ataagtaatg aacaaaacct gtctaaacct tttgtttcca atgaatgaaa 5158 



gtcatgcact ttatttatag gctctatgtt ttggcttctg cagtactttt attatctata 5218 



cataatttgg ccaaaaataa gaaattggaa agaatgaaat gtttagttta tagtagaaga 5278 



aagatgatga cactaagttg tgaaaatatg ttgtgatttt tatgaaataa actcatgtcc 5338 



tg 5340 



<210> 6 
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<211> 874 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Glu Lys Leu Leu Arg Leu Cys Cys Trp Tyr Ser Trp Leu Leu Leu 
15 10 15 

Phe Tyr Tyr Asn Phe Gin Val Arg Gly Val Tyr Ser Arg Ser Gin Asp 
20 25 30 

His Pro Gly Phe Gin Val Leu Ala Ser Ala Ser His Tyr Trp Pro Leu 
35 40 45 

Glu Asn Val Asp Gly lie His Glu Leu Gin Asp Thr Thr Gly Asp He 
50 55 60 

Val Glu Gly Lys Val Asn Lys Gly He Tyr Leu Lys Glu Glu Lys Gly 
65 70 75 80 

Val Thr Leu Leu Tyr Tyr Gly Arg Tyr Asn Ser Ser Cys He Ser Lys 
85 90 95 



Pro Glu Gin Cys Gly Pro Glu Gly Val Thr Phe Ser Phe Phe Trp Lys 
100 105 HO 
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Thr Gin Gly Glu Gin Ser Arg Pro lie Pro Ser Ala Tyr Gly Gly Gin 
115 120 125 

Val He Ser Asn Gly Phe Lys Val Cys Ser Ser Gly Gly Arg Gly Ser 
130 135 140 

Val Glu Leu Tyr Thr Arg Asp Asn Ser Met Thr Trp Glu Ala Ser Phe 
145 150 155 160 

Ser Pro Pro Gly Pro Tyr Trp Thr His Val Leu Phe Thr Trp Lys Ser 
165 170 175 

Lys Glu Gly Leu Lys Val Tyr Val Asn Gly Thr Leu Ser Thr Ser Asp 
180 185 190 

Pro Ser Gly Lys Val Ser Arg Asp Tyr Gly Glu Ser Asn Val Asn Leu 
195 200 205 

Val He Gly Ser Glu Gin Asp Gin Ala Lys Cys Tyr Glu Asn Gly Ala 
210 215 220 

Phe Asp Glu Phe He He Trp Glu Arg Ala Leu Thr Pro Asp Glu He 
225 230 235 240 



Ala Met Tyr Phe Thr Ala Ala He Gly Lys His Ala Leu Leu Ser Ser 
245 250 255 
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Thr Leu Pro Ser Leu Phe Met Thr Ser Thr Ala Ser Pro Val Met Pro 
260 265 270 

Thr Asp Ala Tyr His Pro lie He Thr Asn Leu Thr Glu Glu Arg Lys 
275 280 285 

Thr Phe Gin Ser Pro Gly Val He Leu Ser Tyr Leu Gin Asn Val Ser 
290 295 300 

Leu Ser Leu Pro Ser Lys Ser Leu Ser Glu Gin Thr Ala Leu Asn Leu 
305 310 315 320 

Thr Lys Thr Phe Leu Lys Ala Val Gly Glu lie Leu Leu Leu Pro Gly 
325 330 335 

Trp He Ala Leu Ser Glu Asp Ser Ala Val Val Leu Ser Leu He Asp 
340 345 350 

Thr He Asp Thr Val Met Gly His Val Ser Ser Asn Leu His Gly Ser 
355 360 365 

Thr Pro Gin Val Thr Val Glu Gly Ser Ser Ala Met Ala Glu Phe Ser 
370 375 380 

Val Ala Lys lie Leu Pro Lys Thr Val Asn Ser Ser His Tyr Arg Phe 



23/26 



385 



390 



395 



400 



Pro Ala His Gly Gin Ser Phe lie Gin He Pro His Glu Ala Phe His 
405 410 415 

Arg His Ala Trp Ser Thr Val Val Gly Leu Leu Tyr His Ser Met His 
420 425 430 

Tyr Tyr Leu Asn Asn He Trp Pro Ala His Thr Lys He Ala Glu Ala 
435 440 445 

Met His His Gin Asp Cys Leu Leu Phe Ala Thr Ser His Leu He Ser 
450 455 460 

Leu Glu Val Ser Pro Pro Pro Thr Leu Ser Gin Asn Leu Ser Gly Ser 
465 470 475 480 

Pro Leu He Thr Val His Leu Lys His Arg Leu Thr Arg Lys Gin His 
485 490 495 



Ser Glu Ala Thr Asn Ser Ser Asn Arg Val Phe Val Tyr Cys Ala Phe 
500 505 510 



Leu Asp Phe Ser Ser Gly Glu Gly Val Trp Ser Asn His Gly Cys Ala 
515 520 525 
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Leu Thr Arg Gly Asn Leu Thr Tyr Ser Val Cys Arg Cys Thr His Leu 
530 535 540 

Thr Asn Phe Ala He Leu Met Gin Val Val Pro Leu Glu Leu Ala Arg 
545 550 555 560 

Gly His Gin Val Ala Leu Ser Ser lie Ser Tyr Val Gly Cys Ser Leu 
565 570 575 

Ser Val Leu Cys Leu Val Ala Thr Leu Val Thr Phe Ala Val Leu Ser 
580 585 590 

Ser Val Ser Thr He Arg Asn Gin Arg Tyr His lie His Ala Asn Leu 
595 600 605 

Ser Phe Ala Val Leu Val Ala Gin Val Leu Leu Leu He Ser Phe Arg 
610 615 620 

Leu Glu Pro Gly Thr Thr Pro Cys Gin Val Met Ala Val Leu Leu His 
625 630 635 640 



Tyr Phe Phe Leu Ser Ala Phe Ala Trp Met Leu Val Glu Gly Leu His 
645 650 655 



Leu Tyr Ser Met Val He Lys Val Phe Gly Ser Glu Asp Ser Lys His 
660 665 670 
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Arg Tyr Tyr Tyr Gly Met Gly Trp Gly Phe Pro Leu Leu lie Cys He 
675 680 685 

He Ser Leu Ser Phe Ala Met Asp Ser Tyr Gly Thr Ser Asn Asn Cys 
690 695 700 

Trp Leu Ser Leu Ala Ser Gly Ala He Trp Ala Phe Val Ala Pro Ala 
705 710 715 720 

Leu Phe Val He Val Val Asn lie Gly He Leu He Ala Val Thr Arg 
725 730 735 

Val He Ser Gin He Ser Ala Asp Asn Tyr Lys He His Gly Asp Pro 
740 745 750 

Ser Ala Phe Lys Leu Thr Ala Lys Ala Val Ala Val Leu Leu Pro He 
755 760 765 

Leu Gly Thr Ser Trp Val Phe Gly Val Leu Ala Val Asn Gly Cys Ala 
770 775 780 

Val Val Phe Gin Tyr Met Phe Ala Thr Leu Asn Ser Leu Gin Gly Leu 
785 790 795 800 

Phe He Phe Leu Phe His Cys Leu Leu Asn Ser Glu Val Arg Ala Ala 
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805 810 815 



Phe Lys His Lys Thr Lys Val Trp Ser Leu Thr Ser Ser Ser Ala Arg 
820 825 830 



Thr Ser Asn Ala Lys Pro Phe His Ser Asp Leu Met Asn Gly Thr Arg 
835 840 845 



Pro Gly Met Ala Ser Thr Lys Leu Ser Pro Trp Asp Lys Ser Ser His 
850 855 860 



Ser Ala His Arg Val Asp Leu Ser Ala Val 
865 870 



